publicly funded repositories, such as the WHO COVID database with rights for unrestricted research re-use and analyses in any form or by any means with acknowledgement of the original source. These permissions are granted for free by Elsevier for as long as the COVID-19 resource centre remains active. Cover Legend: Predicted structural model of the cysteine-flanked region. A three dimensional model of the SARS-CoV S protein ectodomain trimer in cartoon form, based on PDB file 1T7G. Please see the article by I. G. Madu et al. in this issue.
